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~ 7T ERETEEMROBIESEEE TCRA L, FoRETEHERIH
HI 5 (=FETH) ZEMFMONTVS, DXORERM, S5ICVWIIDE
IEROFIEFDIZ > NP REMIOBREEITAY — NIIRL, BED S HFRE
ERRT HNICRXICZDOESIZW AP PICELTHEEXIONS.

A. N=F ) URRED AN L

IN=F UV IRICB 2 BEEMEMEZFDETH2MBEREDO XN =L
REBHASIhTOZRWL, D (10%LIF) TEHSDP/5—F 2V VIRITIER

[BCOPY] 498-22852 3



| R—FVYUREREDESHRERD ?

FEDOREERZRTHOPMOENTEY, S FEREZEOERBICHEVERICZC
20 R, kx LRRBETARESN, BEZOHIZ 20 281 5ICE->T
W5 (F1). FThady X7 LA VIOV TIE, BREEEEOBEERT
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BEUNR—F VI VIROKERT EERICEBEL TV I ENRBIN TV S,
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FEICED->TL A0S LBAEBESN TV S,

—HTZ S LizBERTFOMIC, DEir oM TERERTFOME %
MET BT =7 HRAICHESNTWVS. BENIGEMTH S EEESNS—
JIERE RO r — A TORE—BREIERICENEE 2BEL 2D, MHEHE
IN=F 2V VRO FEER T H 2 FEEORIEICR > TH D EWERBICHET

[3coPY] 498-22852



1. N—F 2V EDREE

FRBEME/N—F Y UK (HUGO gene nomenclature committee web page &)

5SS

SNCA

PARK2

PARK3

UCHL1

PINK1

PARK?7
LRRK2

ATP13A2

PARK10

PARK11

PARK12

HTRA2

PLA2G6

FBXO7

PARK16

VPS35

EIF4G1

IETCBAR
synuclein, alpha (non A4
component of amyloid
precursor)

parkin RBR E3 ubiquitin protein

ligase

Parkinson disease 3 (autosomal

dominant, Lewy body)
ubiquitin carboxyl-terminal
esterase L1 (ubiquitin
thiolesterase)

PTEN induced putative kinase 1

parkinson protein 7
leucine-rich repeat kinase 2

ATPase type 13A2
Parkinson disease 10
(susceptibility)
Parkinson disease 11

(autosomal recessive, early
onset)

Parkinson disease 12
(susceptibility)
HtrA serine peptidase 2

phospholipase A2, group VI
(cytosolic, calcium-
independent)

F-box protein 7

Parkinson disease 16
(susceptibility)

vacuolar protein sorting 35
homolog (S. cerevisiae)

eukaryotic translation initiation

factor 4 gamma, 1
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BARIDBFR

PARKT,
PARK4

PARKS

PARK6

PARK8

PARK9

PRSS25

EIF4G,
EIFAF

Al

NACP, PD1,
alpha-synuclein

PDJ, AR-JP, parkin

PGP9.5, Uch-L1

DJ-1, D1

ROCO2,
DKFZp434H2111,
FLJ45829, RIPK7

HSA9947, CLN12
AAOPD

OMI, PARK13

iPLA2, PNPLA9,
PARK14,
iPLA2beta, NBIA2

FBX7, Fbx, PARK15

FLJ10752, MEM3,
PARK17

p220, PARK18

BELTEE
4921.3-922
6025.2-927
2p13
4p13
1p36.12

1p36.23
12912

1p36
1p32

2036-937

Xg21-925
2p13.1
220913.1
22912.3
1932
16912

3927.1
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GWAS L ETHL D ER D FZMHERN—F 2V ROER Y AV EEF
(Am J Neurodegener Dis. 2013; 2: 287-99 &)%)

EETE sES BT REEET fggfﬁ;é
rs2230288 1922 GBA 1.7%
rs34372695 1922 SYT11 1.8%
rs708723 1932 PARK 16 32.3%
rs10928513 2921 ACMSD 44.8%
rs2102808 2024 STK39 13.7%
rs11711441 3q27 MCCCT1/LAMP3 12.2%
rs6599388 4p16 GAK 30.7%
rs11724635 4p15 BST1 44.4%
rs6812193 4921 STBD1/SCARB2 36.5%
rs356219 4922 SNCA 40.2%
rs3129882 6p21 HLA 42.0%
rs156429 7p15 GPNMB 39.0%
rs7077361 10p13 ITGA8 12.5%
rs1491942 12912 LRRK2 21.3%
rs10847864 12924 CCDC62/HIP1R 35.1%
rs2942168 17921 MAPT 19.4%
rs12456492 18912 RIT2 33.0%

FRICERGHEEPAONLZVWETHREDHD. BEBRBEI/S—F 2V UK
FIE) AT % LR EE S LT HME, HEKOMEH, REOBYIEF 2 &6/ —
FUVUVREOBEPHRESN TS (F3). LErLLThLRDFIIRIT
HZOPBRTH Y, HEEIEHSINZ S DIRIEGFEELRL. RITHENLY 2
JEETIOVTHEMTIRRBEICES EIZVALWEEORBETH Y, Hilk
FRBEKT [DN—=F 2V IRIGERELEV] WA 2DIFEHROED TH 5.
IOl eEns, BEN—F VY IROFEICIEZBZ 5 <HEHDY RV EBIR
TFLEBIMOEPOBRBERSESLTED, IN6EROY AV ERISE
RO IZRICRIEICESDTHAHEEZLNTWVS (K3).
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